In the acid molecule of the title complex, C 10 H 8 N 2 ÁC 8 H 8 O 3 , the acetyl C-C-C-O torsion angle is À32.1 (3)
, and in the molecule of the base, the dihedral angle between the two pyridine rings is 23.41 (10) . In the crystal structure, intermolecular O-HÁ Á ÁN hydrogen bonds link the acid and the base molecules into a one-dimensional triple-helix framework extended along the b axis.
Related literature
For related functional complexes, see: Han et al. (2009) . For hydrogen-bond motif structures, see: Tomura & Yamashita (2001) .
Experimental
Crystal data 
Data collection
Bruker APEXII CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0. Table 1 Hydrogen-bond geometry (Å , ).
Data collection: APEX2 (Bruker, 2006 ); cell refinement: SAINT (Bruker, 2006) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97.
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: PV2281).
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Comment
The design and synthesis of coordination complexes have absorbed considerable attention due to their diverse structures with 4,4'-bipyridine linker (Han et al., 2009) . Moreover, hydrogen bond can also play a role in forming motif structures (Tomura & Yamashita, 2001) . We have designed the title complex in an attempt to prepare crystaline magnetic materials and report its crystal structure in this paper.
The structure of the title complex is shown in Fig. 1 , which reveals that it contains 2-(4-hydroxyphenyl)acetic acid and 4,4'-bipyridine in a ratio of 1:1. In the molecule of 2-(4-hydroxyphenyl)acetic acid, the acetyl torsion angle (2) 
Refinement
The H atoms bonded to C atoms were positioned geometrically and refined using a riding model with C-H = 0.93 and 0.97 Å for methylene and aryl H-atoms, respectively and U iso (H) = 1.2U eq (C). The H atoms bonded to O atoms were located in a difference Fourier map and refined without restraints. Figures   Fig. 1 . The molecular structure of the title complex. Displacement ellipsoids are drawn at the 30% probability level. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds 
